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CONTEXT: The disease burden related to symptomatic
infections among the general population may guide public
health policies. We estimated this based on health-care
surveillance data, adjusted for under-ascertainment and
underreporting. We expressed it in ‘Disability Adjusted Life
Years’ (DALYs), quantifying the number of healthy life years
lost due to infection-related morbidity and mortality.
AIM: We aim to estimate the number of symptomatic cases
among the general population and related disease burden,
expressed in DALYs, for eleven food- and waterborne
pathogens in Belgium during 2013-2017.

Conclusions & recommendations
• Considerable burden related to food- and waterborne diseases.
• Comparable burdens for viral, bacterial and parasitic agents.
• Preventive food safety measures may focus on Campylobacter
& Salmonella, with highest food-attributable burdens.
• Public health priority may be considered for Listeria, E. coli &
Salmonella, with considerable ‘per case’ and total burden.

Results
Incidence and burden:
• Highest annual burden: Campylobacter (5148 DALYs annually)
• Highest burden per case: botulism (371 DALYs/ 100 cases)
Food- and water related burden:
• Highest foodborne burden: Campylobacter (3905 DALYs annually)
• Highest waterborne burden: Giardia (1424 DALYs annually)

Methods
Data sources:
• Laboratory surveillance data, laboratory tests reimbursement data, general
practitioners surveillance data, clinical hospital data, cause specific mortality data,
population studies (health interview survey), scientific literature and expert opinions.
Model construction and parameter choices:
• Model parameters included underreporting of positive diagnoses, test sensitivity,
proportion of samples analyzed, proportion of samples prescribed and submitted
and finally proportion of medical care seeking.
• Disease models used to describe health states (morbidity, duration and outcomes)
and based on models described by ECDC (BCoDE) and WHO (FERG).
Data analysis:
• Quantification of DALY per case and for the population. Source attribution
proportions based on results of WHO expert elicitation.
• Monte Carlo simulations to account for uncertainty around incidence estimates.
• SAS (7.1) and R (3.4.1) used for data analysis.

Result part 2

Limitations and recommendations
• Data gaps were identified concerning population wide studies in
Belgium, therefor the multiplication factors and DALY estimates have
sizable uncertainty ranges.
• The results for mild diseases depend strongly on the assigned disability
weights, therefore the burden related to Norovirus might be
misestimated compared to the burden of other analysed pathogens.
• We recommend that possible future population studies not only focus
on the incidence, but also on morbidity variables.
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